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26695           NGLSGIEATALAKNFSDIKKELNEKFKNFNN-NNNGLKNSTEPIYAKVNKKKTGQVASPE 

HPI-1           NGLSQAEATTLSKNFSDIKKELNAKLGNFNNNNNNGLKN--EPIYAKVNKKKAGQVASPE 

HPI-2           NGLSQAEATTLSKNFSDIKKELNAKLGNFNNNNNNGLKN--EPIYAKVNKKKVGQVASPE 

HPI-3           NGLSQAEATTLSKNFSDIKKELNAKLGNFNNNNNNGLKN--EPIYAKVNKKKTGQAASPE 

HPI-4           NGLSQAEATTLSKNFSDIKKELNAKLGNFNNNNNNGLKN--EPIYAKVNKKKTGQAASLE 

HPI-5           NGLSQAEATTLSKNFSDIKKELNAKLGNFNNNNNNGLKN--EPIYAKVNKKKTGQVASLE 

HPI-6           NGLSKAEATTLSKNFSDIKKELNAKLGNFNNNNNNGLKN--EPIYAKVNKKKAGQAASLE 

HPI-7           NGLSKAEATTLSKNFSDIKKELNAKLGNFNNNNNNGLEN--EPIYAKVNKKKAGQAASPE 

HPI-8           NGLSQAEATTLSKNFSDIKKELNAKLGNFNNNNNNGLKN--EPIYAKVNKKKAGQAASPE 

HPI-9           NGLSKAEATTLSKNFSDIKKELNAKLGNFNNNNNNGLKNSTEPIYAKVNKKKAGQAASPE 

HPI-10          NGLSGIEATALTKNFSDIKKELNEKLKNFNNNNNNGLKN--EPIYAKVNKKKAGQAASPE 

HPI-11          NGLSQAEATTLSKNFSDIKKELNGKFKNFNNNNNNGLKN--EPIYAKVNKKKAGQAASLE 

HPI-12          NGLSQAEATTLSKNFSDIKKELNGKFKNFNNNNNNGLKN--EPIYAKVNKKKAGQAASLE 

HPI-13          NGLSQAEATTLSKNFSDIKKELNAKLGNFNNNNNNGLKN--EPIYAKVNKKKAGQAASPE 

HPI-14          NGLSQAEATTLSKNFSDIKKELNAKLGNFNNNNNNGLKN--EPIYAKVNKKKAGQAASPE 

 

 

26695           EPIYTQVAKKVNAKIDRLNQIASGLGGVGQAAGFPLKRHDKVDDLSKVGLSASPEPIYAT 

HPI-1           EPIYAQVAKKVNAKIDRLNQAASGLGGANQAG-FPLKRHDKVDDLSKVGLSASHEPIYAT 

HPI-2           EPIYAQVAKKVNAKIDQLNQAASGLGGVGQAG-FPLKRHDKVDDLSKVGLSASPEPIYAT 

HPI-3           EPIYAQVAKKVNAKIDRLNQIASGLGGVGQATGFPLKRHDKVDDLSKVGLSASPEPIYAT 

HPI-4           EPIYAQVAKKVNAKIDRLNQIASGLGVVGQAAGFPLKRHDKVDDLSKVGRSVSPEPIYAT 

HPI-5           EPIYAQVAKKVNAKIDQLNQIASGLGGVGQAAGFPLKKHDKVDDLSKVGLSASPEPIYAT 

HPI-6           EPIYAQVAKKVNAKIDQLNQIASGLGGVGQAG-FPLKRHDKVDDLSKVGLSASPEPIYAT 

HPI-7           EPIYTQVAKKVNAKIDRLNQIASGLGGVGQAAGFPLKKHDKVDDLSKVGLSASSEPIYAT 

HPI-8           EPIYAQVAKKVNAKIDRLNQVASGLGGVGQAAGFPLKRHDKVDDLSKVGRSVSPEPIYAT 

HPI-9           EPIYAQVAKKVNAKIERXNQAASGLGGVGQAG-FPLKRHDKVDDLSKVGRSVSPEPIYAT 

HPI-10          EPIYTQVAKKVKAKIDQIKSSSKWFGWCRA-----------------------------S 

HPI-11          EPIYTQVAKKVTKKIDRLNQIASGLGGVGQAAGFPLKKHDKVDDLSKVGRSVSPEPIYAT 

HPI-12          EPIYTQVAKKVTKKIDRLNQIASGLGGVGQAAGFPLKKHDKVDDLSKVGRSVSPEPIYAT 

HPI-13          EPIYAQVAKKVNAKIDRLNQIASGLGGVGQAAGFPLKRHDKVDDLSKVGLSASPEPIYAT 

HPI-14          EPIYAQVAKKVNAKIDRLNQIASGLGGVGQAAGFPLKRHDKVDDLSKVGLSASPEPIYAT 

 

 

 

 

26695           IDDLG----------------------------------GPFPLKRHDKVDDLSKVGRSR 

HPI-1           IDDLG----------------------------------GPFPLKRHDKVDDLSKVGLSR 

HPI-2           IDDLG----------------------------------GPFPLKRHDKVDDLSKVGLSR 

HPI-3           IDDLG----------------------------------GPFPLKRHDKVDDLSKVGLSR 

HPI-4           IDDLG----------------------------------GPFPLKRHDKVDDLSKVGLSR 

HPI-5           IDDLG----------------------------------GPFPLKRHDKVDDLSKVGLSR 

HPI-6           IDDLG----------------------------------GPFPLKGYDKVDDLSKVGLSR 

HPI-7           IDDLG----------------------------------GPFPLKRHSKVDDLSKVGLSR 

HPI-8           IDDLG----------------------------------GPFPLKRHDKVDDLSKVGLSR 

HPI-9           IDDLG----------------------------------GPFPLKRHDKVEDLSKVGLSR 

HPI-10          VDDLG----------------------------------GPFPLKRHDKVDDLSKVGLSR 

HPI-11          IDDLGGPFPLKRHDKVDDLSKVGRSVSPEPIYATIDDLGGPFPLKRHDKVDDLSKVGLSR 

HPI-12          IDDLG----------------------------------GPFPLKRHDKVDDLSKVGLSR 

HPI-13          IDDLG----------------------------------GPFPLKRHDKVDDLSKVGLSR 

HPI-14          IDDLG----------------------------------GPFPLKRHDKVDDLSKVGLSR 
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